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rithms and Machine Learning, Vancouver, British Columbia, May, 2018, with R. D. Hagan,
C. A. Phillips and B. J. Rhodes.
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M. M. Donneyong, T-J Chang, S. Sealy-Jefferson, J. Jackson, J. Ricks, P. D. Juarez, P. Sals-
berry, R. O. Valdez, B. Lu, W. Im, D. B. Hood and M. Fischer.
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International Workshop on Biological Knowledge Discovery from Big Data, Linz, Austria,
August, 2019, with R. D. Hagan.
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Stubbs.

231. “The Effects of Social, Personal, and Behavioral Risk Factors and PM2.5 on Cardio-Metabolic
Disparities in a Cohort of Community Health Center Patients,” International Journal of En-
vironmental Research and Public Health 17 (2020), DOI: 10.3390/ijerph17103561, with P.
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301. “Constraint-Driven Partitioning and Cutting with Applications to FPGA Design,” Interna-
tional Colloquium on Numerical Analysis and Computer Science with Applications, Plovdiv,
Bulgaria, August, 1999, with R. Govindan and B. C. Plaut. Invited.

27
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313. “Detecting Network Motifs in Gene Co-expression Networks,” Annual Conference on Com-
putational Genomics, Reston, Virginia, October, 2004, with X. Peng, A. M. Saxton, J. R.
Snoddy.
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319. “Integrating Biocomputing Approaches for Biological Network Analysis,” Meeting on Sys-
tems Biology: Global Regulation of Gene Expression, Cold Spring Harbor, New York,
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L. Lu, K. F. Manly, and B. Zhang.

322. “Detection of Network Motifs in Large Biological Databases,” UT-KBRIN-ORNL Bioinfor-
matics Summit, Cadiz, Kentucky, April, 2005, with X. Peng, A. M. Saxton, J. R. Snoddy, A.
M. Tebbe and B. H. Voy.

323. “Gene Expression Data from Correlation to Cluster Processing using Low-Dose IR Data for
Illustration,” UT-KBRIN-ORNL Bioinformatics Summit, Cadiz, Kentucky, April, 2005, with
A. M. Saxton, J. Scharff and B. H. Voy.

324. “Exon Signal Enhancer Finding through Phylogenetic Footprinting,” UT-KBRIN-ORNL Bioin-
formatics Summit, Cadiz, Kentucky, April, 2005, with J. D. Eblen, S. Kirov, J. R. Snoddy
and P. Stoilov.

325. “Novel Computational and Integrative Tools for the Analysis of Gene Co-Expression Data,”
DIMACS Workshop on Detecting and Processing Regularities in High Throughput Biologi-
cal Data, Rutgers University, New Brunswick, New Jersey, June, 2005. Invited.
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326. “A Graph Theoretical Approach to Systems Genetic Analysis of Gene Transcription and
Complex Phenotypes,” Annual Meeting of the Complex Trait Consortium, Groningen, The
Netherlands, July, 2005, with E. J. Chesler, L. Lu, K. F. Manly, S. M. Pitts, J. A. Scharff, J.
Wang and R. W. Williams.

327. “Recent Progress on Large-Scale FPT Applications,” International Workshop on Exact Algo-
rithms and Fixed-Parameter Tractability, Schloss Dagstuhl, Germany, July, 2005. Invited.

328. “Towards Genome Scale Biological Data Analysis,” DOE SciDAC II Biology Summit: The
Roll of SciDAC II in Predictive Systems Biology, Reston, Virginia, August, 2005. Invited.

329. “Differential Proteomics of Rhodopseudomonas palustris under its Versatile Metabolic States,”
International Conference on Microbial Genomes, Madison, Wisconsin, September, 2005,
with B. Zhang, N. C. VerBerkmoes, R. L. Hettich and N. F. Samatova.

330. “Fixed-Parameter Tractability: Background, Recent Progress and Applications in Compu-
tational Biology,” AMS Southeast Meeting Session on Discrete Models in Biology, Johnson
City, Tennessee, October, 2005. Invited.

331. “Graph Applications in Systems Genetics,” AMS Southeast Meeting Session on Discrete
Models in Biology, Johnson City, Tennessee, October, 2005, with E. J. Chesler. Invited.

332. “Systems Genetics of Central Nervous System from Genes to Phenotypes,” Society for Neu-
roscience Annual Meeting, Washington, DC, November, 2005, with E. J. Chesler, L. Lu, K.
F. Manly, S. M. Pitts, J. A. Scharff, J. Wang and R. W. Williams.

333. “A Graph Theoretical Approach to Systems Genetic Analysis of Gene Transcription and
Complex Phenotypes across Biological Scale,” International Mouse Genome Conference,
Strasbourg, France, November, 2005, with E. J. Chesler, L. Lu, K. F. Manly, S. M. Pitts, J.
A. Scharff, J. Wang and R. W. Williams.

334. “Scalable Graph-Theoretical Approaches to Biological Network Analysis,” SIAM Confer-
ence on Parallel Processing for Scientific Computing, San Francisco, California, February,
2006, with F. N. Abu-Khzam, N. F. Samatova, W. H. Suters and Y. Zhang. Invited.

335. “Gene-Centric Combinatorial Approaches for Discovery of Phenotype Ontology,” EUMOR-
PHIA Annual Meeting, Understanding Human Disease through Mouse Genetics, Barcelona,
Spain, February, 2006, with E. J. Baker, E. J. Chesler, R. Kirova, Z. Li and A. D. Perkins.

336. “Risk Assessment and HRT Effects in Menopause: the Use of Mass Spectrometry to Study
Urinary Proteomics,” Society of Gynecologic Investigation Annual Scientific Meeting, Toronto,
Ontario, Canada, March, 2006, with A. Fadiel, F. Naftolin, X. Peng, A. D. Perkins, D. Phil,
H. S. Taylor, O. Tuncalp and D. Vitello.

337. “Combinatorial Methods for Systems Genetics Analysis,” Meeting on Systems Biology:
Global Regulation of Gene Expression, Cold Spring Harbor, New York, March, 2006, with
E. J. Chesler, R. Kirova, A. D. Perkins and J. A. Scharff.
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338. “Discovering Regulating Loci using Graph Theory Coupled with Principal Component and
Factor Analysis,” Meeting on Systems Biology: Global Regulation of Gene Expression, Cold
Spring Harbor, New York, March, 2006, with E. J. Chesler, R. Kirova1 and A. D. Perkins.

339. “Clustering Algorithms for the Analysis of Type 1 Diabetes Data,” DIMACS Workshop on
Clustering Problems in Biological Networks, Rutgers University, New Brunswick, New Jer-
sey, May, 2006, with J. D. Eblen, I. C. Gerling, A. M. Saxton and J. R. Snoddy.

340. “Gene to Phenotype Network Applications and the Eight-Way Collaborative Cross: Progress
and Future Potential,” Meeting of the Complex Trait Consortium, Chapel Hill, North Car-
olina, May, 2006, with E. J. Chesler, R. Kirova, A. D. Perkins, B. H. Voy and Y. Zhang.

341. “Examination of Genetic Networks that Regulate Gene Expression in Liver using Complex
Trait Analysis,” Meeting of the Complex Trait Consortium, Chapel Hill, North Carolina,
May, 2006, with E. J. Chesler, D. Gatti, R. Kirova, L. Lu, A. Maki, A. D. Perkins, Y. Qu, I.
Rusyn, D. W. Threadgill, J. Wang and R. W. Williams.

342. “Statistical Tools are Needed for Microarray Expression and Co-expression Information,”
Joint Research Conference on Statistics in Quality, Industry and Technology, Knoxville,
Tennessee, June, 2006, with A. M. Saxton and B. H. Voy. Invited.

343. “Can We Get a Grip on Complexity in Allergy Research?,” Congress of the European
Academy of Allergology and Clinical Immunology, Vienna, Austria, June, 2006, with L.
O. Cardell. Invited.

344. “Innovative Combinatorial Tools for the Analysis of Allergy Co-Expression Data,” Congress
of the European Academy of Allergology and Clinical Immunology, Vienna, Austria, June,
2006, with A. D. Perkins and M. Benson.

345. “Mapping the Ethanol-Related Phenome Space Using Gene-Centric Combinatorial Meth-
ods,” Scientific Meeting of the Research Society on Alcoholism, Baltimore, Maryland, June,
2006, with E. J. Baker, E. J. Chesler, R. Kirova, Z. Li, A. D. Perkins and S. M. Pitts.

346. “High Performance Graph Algorithms for Regulatory Network Discovery,” SIAM Confer-
ence on Discrete Mathematics, Victoria, British Columbia, Canada, June, 2006. Invited.

347. “Scalable Computational Methods for Analysis of the Low Dose Radiation Transcriptome,”
DOE Low Dose Radiation Research Workshop, Washington, DC, July, 2006.

348. “Genomic Analysis of Temporal Pattern Effects of Pax6 Mutation on Cerebellar Gene Ex-
pression,” Society for Neuroscience Annual Meeting, Atlanta, Georgia, October, 2006, with
E. J. Chesler, B. Ford, D. A. Goldowitz, R. Homayouni, R. Kirova, A. D. Perkins and D. J.
Swanson.

349. “Demands and Solutions for Genome-Scale Combinatorial Analysis,” Conference on Com-
putational Science at the Petascale, Fall Creek Falls, Tennessee, October, 2006, with E. J.
Chesler, J. D. Eblen, L. J. Hauser, R. L. Hettich, P. F. LoCascio, A. D. Perkins, A. M. Saxton,
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D. L. Tabb, D. K. Thompson, N. C. VerBerkmoes, B. H. Voy, R. Yordanova, B. Zhang and
Y. Zhang.

350. “Integrated Genomic Analysis of Genetic Effects on Cerebellar Gene Expression,” Cerebel-
lar Development Bench to Bedside Conference, Washington, DC, November, 2006, with E.
J. Chesler, H. R. Glenn, D. A. Goldowitz, R. Homayouni, R. Kirova, A. D. Perkins and D. J.
Swanson.

351. “Comparison of the Genetic Structure of Mouse Populations by Combinatorial Analysis of
Long-Range Linkage Disequilibrium Networks,” International Mammalian Genome Con-
ference, Charleston, SC, November, 2006, with E. J. Chesler, G. A. Churchill, R. Kirova and
Y. Zhang.

352. “Mapping the Phenome Space Using Combinatorial Analysis of the Empirical Associations
of Genes and Phenotypes,” International Mammalian Genome Conference, Charleston, SC,
November, 2006, with E. J. Baker, E. J. Chesler, R. Kirova, Z. Li and A. D. Perkins.

353. “Systems Genetics for Systems Biology,” Symposium on the Interface: Computing Science
and Statistics, Philadelphia, Pennsylvania, May, 2007, with E. J. Chesler, R. Kirova, X.
Peng, and A. D. Perkins. Invited.

354. “The Ontological Discovery Environment: A Web-based Tool for Mapping the Behavioral
Phenome,” International Behavioural and Neural Genetics Society Annual Meeting, Doorw-
erth, The Netherlands, May, 2007, with E. J. Baker, E. J. Chesler, J. Jay, R. Kirova, V. Philip
and Y. Zhang.

355. “Correlational and Novel Computational Analyses of High-Throughput Biological Data,”
Bertinoro Systems Biology Workshop, Bertinoro, Italy, May, 2007. Invited.

356. “Using Genetics and Genomics to Understand Relationships among Anxiety-like Behaviors
and Other Traits,” International Behavioral Neuroscience Society Meeting, Rio de Janeiro,
Brazil, June, 2007, with E. J. Baker, E. J. Chesler, R. Kirova, Z. Li, V. Philip and Y. Zhang.

357. “Advances in the High-Throughput Analysis of Allergic Disease,” Congress of the European
Academy of Allergology and Clinical Immunology, Göteborg, Sweden, June, 2007. Invited.

358. “FPT and Computational Biology: A Medley of Recent Algorithmic Applications,” Inter-
national Workshop on Structure Theory and FPT Algorithmics for Graphs, Digraphs and
Hypergraphs, Schloss Dagstuhl, Germany, July, 2007. Invited.

359. “Ontological Discovery Environment: A Web-Based Tool for Integrating Gene-Centered
Alcohol Research Across Multiple Species,” Scientific Meeting of the Research Society on
Alcoholism, Chicago, Illinois, July, 2007, with E. J. Baker, E. J. Chesler, R. Kirova, Z. Li, V.
Philip and Y. Zhang.

360. “High Throughput Analysis of the Low Dose Radiation Transcriptome,” DOE EPSCoR Pro-
gram Review Workshop, Golden, Colorado, July, 2007, with E. J. Chesler and B. H. Voy.
Invited.
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361. “Real-Time Analysis and Visualization of Complex Marine Ecosystem Relationships: A
Case Study Using North Sea Historical Data,” International Council for the Exploration of
the Sea Annual Science Conference, Helsinki, Finland, September, 2007, with D. J. Beare,
K. Brander, A. Kellermann, A. J. Kenny, A. D. Perkins and G. L. Rogers.

362. “OntologicalDiscovery.org: A Web Resource for the Empirical Discovery of Phenotypic
Relations across Species and Experimental Systems,” International Mammalian Genome
Conference, Kyoto, Japan, October, 2007, with E. J. Baker, E. J. Chesler, J. Jay, Z. Li, V.
Philip and Y. Zhang.

363. “Mathematical Challenges for Quantitative Biological Data Analysis (Plenary Lecture),”
NSF Workshop on Quantitative Omics and Applications, Murfreesboro, Tennessee, Novem-
ber, 2007. Invited.

364. “GRiTS: A Bioinformatic Toolset for Exploring Gene Regulation in Time and Space,” So-
ciety for Neuroscience Annual Meeting, San Diego, California, November, 2007, with E. J.
Chesler, Y. Cui, H. R. Glenn, D. A. Goldowitz, R. Homayouni, R. Kirova, C. A. Phillips and
D. J. Swanson.

365. “The Ontological Discovery Environment: An Internet Resource for Integration of Phenomic
Information through Gene-Centric Analyses,” Society for Neuroscience Annual Meeting, San
Diego, California, November, 2007, with E. J. Baker, E. J. Chesler, H. R. Glenn, D. A.
Goldowitz, J. P. Hulvey, J. Jay, R. Kirova, Z. Li, V. Philip, D. J. Swanson and Y. Zhang.

366. “An Integrated Assessment of the North Sea,” International Council for the Exploration
of the Sea Symposium on Environmental Indicators: Utility in Meeting Regulatory Needs,
London, United Kingdom, November, 2007, with D. J. Beare, M. Devlin, A. Gallego, R. W.
Gauldie, C. Haughton, A. J. Kenny, P. J. Kershaw, P. Licandro, A. D. Perkins, J. Reid, H. R.
Skjoldal and K. Winpenny.

367. “Extracting Putative Gene Networks for Low Dose Radiation with Graph Theoretical Al-
gorithms,” DOE Low Dose Radiation Research Investigators’ Workshop, Washington, DC,
January, 2008, with E. J. Chesler and B. H. Voy.

368. “Molecular Pathways that Mediate Genetic Susceptibility to Low Dose Ionizing Radiation,”
DOE Low Dose Radiation Research Investigators’ Workshop, Washington, DC, January,
2008, with J. S. Bogard, K. Cheng, E. J. Chesler, S. Kania, R. M. Lynch, D. R. Miller, S.
Naswa, G. Shaw, D. Trent and B. H. Voy.

369. “The Collaborative Cross at ORNL: Building a Better Mouse Population for the Systems
Genetic Analysis of Low Dose Radiation Exposure,” DOE Low Dose Radiation Research
Investigators’ Workshop, Washington, DC, January, 2008, with E. J. Chesler, C. Culiat, K.
Manly, D. R. Miller, V. Philip, B. H. Voy, Y. Wang and Y. Zhang.

370. “Analysis of High-Throughput Biological Data Part I: Scalable High Performance Algo-
rithms and Implementations,” NZIMA Napier Algorithmics Meeting, Napier, New Zealand,
February, 2008. Invited.
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371. “Analysis of High-Throughput Biological Data Part II: Computational Bottlenecks and Novel
Applications,” NZIMA Napier Algorithmics Meeting, Napier, New Zealand, February, 2008.
Invited.

372. “Computational Challenges in High-Throughput Studies,” Workshop on Functional Genomics
and Proteomics in Allergy Research, Aspenäs, Sweden, May, 2008. Invited.

373. “OntologicalDiscovery.org: A Web Resource for the Empirical Discovery of Phenotypic
Relations across Species and Experimental Systems,” Annual Meeting of the Complex Trait
Consortium, Montreal, Canada, May, 2008, with E. J. Baker, E. J. Chesler, J. Jay, R. Kirova,
Z. Li, V. M. Philip and Y. Zhang.

374. “Comparison of Linkage Disequilibrium Networks in Genetic Reference Populations,” An-
nual Meeting of the Complex Trait Consortium, Montreal, Canada, May, 2008, with E. J.
Chesler, G. A. Churchill, C. T. Culiat, J. Huang, R. Kirova, J. R. New, V. M. Philip and Y.
Zhang.

375. “FPT Meets Genome-Scale Biological Data,” International Summer School on Fixed-Parameter
Tractability, Shanghai, China, June, 2008. Invited.

376. “A Survey of FPT Applications,” International Conference on Algorithmic Aspects in Infor-
mation and Management, Shanghai, China, June, 2008. Invited.

377. “The Ontological Discovery Environment: an Internet Resource for Integration of Phenomic
Information through Gene-Centric Analyses,” Research Society on Alcoholism and Interna-
tional Society for Biomedical Research on Alcoholism Joint Scientific Meeting, Washington,
DC, June, 2008, with E. J. Baker, E. J. Chesler, J. Jay, V. Philip and Y. Zhang.

378. “Design and Implementation Issues for Genome-Scale Optimization,” Winter School in Math-
ematics and Computational Biology, University of Newcastle, Newcastle, Australia, July,
2008. Invited.

379. “Novel Algorithmic Tools for Biological Network Analysis,” Winter School in Mathemat-
ics and Computational Biology, University of Newcastle, Newcastle, Australia, July, 2008.
Invited.

380. “High Throughput Analysis of the Low Dose Radiation Transcriptome,” DOE EPSCoR Pro-
gram Review Workshop, Oak Ridge National Laboratory, Oak Ridge, Tennessee, 2008, with
B. Borate, E. J. Chesler, J. D. Eblen, R. M. Lynch, S. Naswa, A. D. Perkins, C. A. Phillips,
G. L. Rogers, A. M. Saxton, B. H. Voy and Y. Zhang. Invited.

381. “The Role of Computation in Unraveling Molecular Mechanisms of Allergic Disease,” In-
ternational Conference on Systems Biology, Göteborg, Sweden, August, 2008. Invited.

382. “The Phenome Interdependency and Similarity Hierarchy: A Tool for Genome-Scale Phe-
notypic Analysis,” International Mammalian Genome Conference, Prague, Czech Republic,
November, 2008, with E. J. Baker, E. J. Chesler, J. Jay, V. M. Philip and Y. Zhang.
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383. “Consistency of Linkage Disequilibrium across Mouse Populations,” International Mam-
malian Genome Conference, Prague, Czech Republic, November, 2008, with E. J. Chesler,
G. A. Churchill, C. T. Culiat, V. M. Philip and Y. Zhang.

384. “Combinatorial Analysis of High-Throughput Transcriptomic Biological Data (Keynote Lec-
ture),” International Conference for Young Computer Scientists, Zhang Jia Jie, China, Novem-
ber, 2008. Invited.

385. “Graph-Theoretical Algorithmic Analysis of Microarray Data for Identification of Murine
Brain Ethanol-Regulated Gene Networks,” Society for Neuroscience Annual Meeting, Wash-
ington, DC, November, 2008, with E. J. Chesler, M. F. Miles, A. D. Perkins, C. A. Phillips
and A. R. Wolen.

386. “Gene Regulation in Time and Space (GRiTS): Molecular Signatures of Cerebellar Develop-
ment,” Society for Neuroscience Annual Meeting, Washington, DC, November, 2008, with
E. Brauer, E. J. Chesler, Y. Cui, S. Duvvuru, H. R. Glenn, D. A. Goldowitz, T. J. Ha, K.
Hamre, R. Homayouni, C. A. Phillips, J. Song, D. J. Swanson and E. Yjioe.

387. “Temporal Genetic Analysis of Cerebellar Gene Expression in BXD RI Lines in Early De-
velopment,” Society for Neuroscience Annual Meeting, Washington, DC, November, 2008,
with E. J. Chesler, S. Duvvuru, H. R. Glenn, D. A. Goldowitz, J. Huang, J. R. New, C. A.
Phillips and D. J. Swanson.

388. “From Genome to Systems Genetics: The Collaborative Cross Mouse Genetic Reference
Population,” Annual Meeting of the Society for Integrative and Comparative Biology, Boston,
Massachusetts, January 2009, with E. J. Chesler, G. A. Churchill, C. T. Culiat, K. F. Manly,
V. M. Philip, B. H. Voy and Y. Zhang.

389. “The Ontological Discovery Environment: Integrating Gene-Centered Data Across Diverse
Experiments,” UT-ORNL-KBRIN Bioinformatics Summit, Fall Creek Falls, Tennessee, March,
2009, with E. J. Baker, E. J. Chesler, J. J. Jay, R. Kirova, V. M. Philip and Y. Zhang.

390. “GrAPPA: Graph Algorithms Pipeline for Pathway Analysis,” UT-ORNL-KBRIN Bioinfor-
matics Summit, Fall Creek Falls, Tennessee, March, 2009, with E. J. Chesler, J. D. Eblen, J.
J. Jay, J. P. Lefebvre, S. Naswa, C. A. Phillips, G. L. Rogers and B. Voy.

391. “Identifying Ethanon-Regulated Gene Networks in the Mouse Brain using Graph Algo-
rithms,” UT-ORNL-KBRIN Bioinformatics Summit, Fall Creek Falls, Tennessee, March,
2009, with E. J. Chesler, M. F. Miles, A. D. Perkins, C. A. Phillips and A. R. Wolen.

392. “Advances in Scalable Computation for High-Throughput Data Analysis,” Bertinoro Systems
Biology Workshop, Bertinoro, Italy, March, 2009. Invited.

393. “Combinatorial Tools for Unraveling the Low Dose Radiation Response,” DOE Low Dose
Radiation Research Investigators’ Workshop, Washington, DC, April, 2009, with E. J. Chesler,
R. M. Lynch, S. Naswa, G. L. Rogers and B. H. Voy.
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394. “Characterizing the Gut Microbiome in Relation to Host Intestinal mRNA in Collaborative
Cross Progenitors,” Complex Trait Community Annual Meeting, Manchester, United King-
dom, May, 2009, with E. J. Chesler, C. T. Culiat, S. Duvvuru, C. Foster, A. V. Palumbo and
M. Podar.

395. “Extracting and Validating Gene-Phenotype Association Networks Using the Ontological
Discovery Environment,” Complex Trait Community Annual Meeting, Manchester, United
Kingdom, May, 2009, with E. J. Baker, E. J. Chesler, B. Gomero, J. J. Jay, V. M. Philip and
Y. Zhang.

396. “High-Throughput Computation Can Help Identify Key Molecular Response Networks in
Allergic Disease,” Congress of the European Academy of Allergology and Clinical Immunol-
ogy, Warsaw, Poland, June, 2009. Invited.

397. “Generating Exact Solutions to Difficult Combinatorial Problems on Extremely Large Graphs
Using Out-of-Core Techniques,” TeraGrid 09, Arlington, Virginia, June, 2009, with G. L.
Rogers, C. A. Phillips, J. D. Eblen, A. D. Perkins and F. N. Abu-Khzam.

398. “Scalable Computational Methods for the Analysis of High-Throughput Biological Data,”
DOE EPSCoR Program Review Workshop, Brookhaven National Laboratory, Upton, New
York, July, 2009. Invited.

399. “Parameterized Algorithms for String Correction Problems,” International Workshop on Pa-
rameterized Complexity and Approximation Algorithms, Schloss Dagstuhl, Germany, De-
cember, 2009, with F. N. Abu-Khzam, F. Dehne, H. Fernau, S. Lee-Cultura and U. Stege.
Invited.

400. “Scalable High Performance Algorithms and Implementations, with Application to the Anal-
ysis of High-Throughput Biological Data,” Institute of Biological Engineering Annual Con-
ference, Cambridge, Massachusetts, March, 2010. Invited.

401. “Graph Algorithms for Machine Learning: a Case-Control Study Based on Prostate Cancer
Populations and High Throughput Transcriptomic Data,” UT-ORNL-KBRIN Bioinformatics
Summit, Cadiz, Kentucky, March, 2010, with P. Moscato and G. L. Rogers.

402. “Inferring Gene Coexpression Networks for Low Dose Ionizing Radiation using Graph
Theoretical Algorithms and Systems Genetics,” UT-ORNL-KBRIN Bioinformatics Summit,
Cadiz, Kentucky, March, 2010, with E. J. Chesler, S. Das, S. A. Kania, R. M. Lynch, S.
Naswa, G. L. Rogers, A. M. Saxton and B. H. Voy.

403. “Serendipitous Discoveries in Microarray Analysis,” UT-ORNL-KBRIN Bioinformatics Sum-
mit, Cadiz, Kentucky, March, 2010, with S. R. Ellingson, H. R. Glenn, D. A. Goldowitz, T.
Ha, C. A. Phillips and D. J. Swanson.

404. “The End to the Keller Conjecture,” Southeastern International Conference on Combina-
torics, Graph Theory and Computing, Boca Raton, Florida, March, 2010, with J. Debroni, J.
D. Eblen, W. J. Myrvold, P. W. Shor and D. P. Weerapurage.
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405. “Extracting Putative Gene Coexpression Networks for Low Dose Ionizing Radiation using
Combinatorial Algorithms,” DOE Low Dose Radiation Research Investigators’ Workshop,
Washington, DC, April, 2010, with E. J. Chesler, S. Das, S. A. Kania, R. M. Lynch, S.
Naswa, G. L. Rogers, A M. Saxton and B. H. Voy.

406. “Systems Genetics Approach to Low Dose Radiation,” DOE Low Dose Radiation Research
Investigators’ Workshop, Washington, DC, April, 2010, with E. J. Chesler, S. Das, S. A.
Kania, R. M. Lynch, S. Naswa, G. L. Rogers, A. M. Saxton, and B. H. Voy.

407. “Novel Algorithmic Tools for Biological Network Analysis,” Annual Molecular Biology
Conference, Byblos, Lebanon, May, 2010. Invited.

408. “Graph Theoretic Analysis of BXD Mouse mRNA Expression Ethanol And Phenotype Data,”
Scientific Meeting of the Research Society on Alcoholism, San Antonio, Texas, June, 2010,
with M. F. Miles, C. A. Phillips and A. R. Wolen.

409. “Elucidation of Ethanol Responsive Gene Networks in BXD Recombinant Inbred Strains,”
Scientific Meeting of the Research Society on Alcoholism, San Antonio, Texas, June, 2010,
with L. Lu, M. F. Miles, C. A. Phillips, A. H. Putman, R. W. Williams and A. R. Wolen.

410. “The Ontological Discovery Environment: A Web-based Software System for Combinato-
rial Cross-Species Functional Genomic Data Integration,” International Conference on Intel-
ligent Systems for Molecular Biology, Boston, Massachusetts, July, 2010, with E. J. Baker,
E. J. Chesler and J. J. Jay.

411. “Computation for Large Systems I: Algorithms and Implementations,” Winter School in
Mathematics and Computational Biology, University of Queensland, Brisbane, Australia,
July, 2010. Invited.

412. “Computation for Large Systems II: Applications and Analysis,” Winter School in Math-
ematics and Computational Biology, University of Queensland, Brisbane, Australia, July,
2010. Invited.

413. “High and Dry in a Sea of Genes: Highlighting Drug Abuse and Alcoholism Relationships
with the Ontological Discovery Environment,” Society for Neuroscience Annual Meeting,
San Diego, California, November, 2010, with E. J. Baker, E. J. Chesler and J. J. Jay.

414. “Integrating Convergent Evidence across Species to Find QTL Candidate Genes using the
Ontological Discovery Environment,” Society for Neuroscience Annual Meeting, San Diego,
California, November, 2010, with E. J. Baker, E. J. Chesler, J. J. Jay and V. M. Philip.

415. “Analysis of Cerebellar Development Across Time and Space using Web-Based Bioinfor-
matic and Visualization Resources,” Society for Neuroscience Annual Meeting, San Diego,
California, November, 2010, with E. J. Chesler, H. R. Glenn, D. A. Goldowitz, T. J. Ha, K.
Hamre, M. Larouche, Z. O’Young, C. A. Phillips, C. R. Phillips, J. Song and D. J. Swanson.

416. “The Role of Supercomputing in Biomarker Discovery,” Inaugural Biomarker Discovery
Conference, Shoal Bay, Australia, December, 2010. Invited.
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417. “Computational Advances in High-Throughput Biological Data Analysis,” Inaugural Biomarker
Discovery Conference, Shoal Bay, Australia, December, 2010. Invited.

418. “A Graph Theoretical and Systems Genetics Approach to Investigate the Impact of Genetic
Variation on the Low Dose Ionizing Radiation Response,” UT-ORNL-KBRIN Bioinformatics
Summit, Memphis, Tennessee, April, 2011, with E. J. Chesler, S. Das, S. A. Kania, R. M.
Lynch, S. Naswa, G. L. Rogers, A. M. Saxton and B. H. Voy.

419. “Identifying Putative Biomarkers in Complex Disease,” UT-ORNL-KBRIN Bioinformatics
Summit, Memphis, Tennessee, April, 2011, with F. Barrenäs, M. Benson and G. L. Rogers.

420. “A Systems Genetics Approach to Low Dose Radiation,” DOE Low Dose Radiation Re-
search Investigators’ Workshop, Bethesda, MD, May, 2011, with S. Das, S. A. Kania, R. M.
Lynch, S. Naswa, G. Pighetti, G. L. Rogers, A. M. Saxton, N. Siriwardhana and B. H. Voy.
Invited.

421. “Biomarkers and Diagnostic Tools: Computational Advances in Omics Data Mining,” IN-
FORMS Healthcare Conference, Montreal, Quebec, Canada, June, 2011. Invited.

422. “Integrative Genomics of Alcohol Use and Alcohol Response: Finding Convergent Evidence
Across Species And Experimental Systems,” Scientific Meeting of the Research Society on
Alcoholism, Atlanta, GA, June, 2011, with E. J. Baker, J. Bubier, E. J. Chesler, J. J. Jay and
V. M. Philip.

423. “Intra- And Interregional Ethanol Responsive Gene Networks of the Mesolimbocortical
Dopamine System,” Scientific Meeting of the Research Society on Alcoholism, Atlanta, GA,
June, 2011, with N. A. Bruce, L. Lu, M. F. Miles, C. A. Phillips, A. H. Putnam, P. J. Vorster,
R. W. Williams and A. R. Wolen.

424. “Practical Applications of FPT in High-Throughput Biological Data Analysis,” Workshop on
Parameterized Complexity: Not-About-Graphs, Darwin, Australia, August, 2011. Invited.

425. “Combinatorial Algorithms and Graph Analysis to Process High-Throughput Biological
Data to Form Network Models that Describe Emerging Modules for Seasonal Allergic Rhini-
tis” Workshop on Systems Biology to Personalize Medication and Find Novel Drug Candi-
dates, Heidelberg, Germany, September, 2011. Invited.

426. “Multivariate Analysis and Applications, A Tutorial” Workshop on Fixed Parameter Tractabil-
ity, held in conjunction with Computing: the Australasian Theory Symposium (CATS), Mel-
bourne, Australia, February, 2012. Invited.

427. “On Finding Overlapping Graph Complexes, with Applications to PPI Network Analysis,”
UT-ORNL-KBRIN Bioinformatics Summit, Louisville, Kentucky, April, 2012, with M. D.
Alamgir, F. Barrenäs, M. Benson, F. Dehne, A. Golshani, J. R. Green, Y. Gui, M. Hooshyar,
K. Omidi, C. A. Phillips, S. Pitre, B. Samanfar, A. Schoenrock, and H. Wang.
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428. “Differential Shannon Entropy and Differential Coefficient of Variation: Alternatives to Dif-
ferential Expression in the Search for Disease-Related Genes,” UT-ORNL-KBRIN Bioin-
formatics Summit, Louisville, Kentucky, April, 2012, with F. Barrenäs, M. Benson, C. A.
Phillips, G. L. Rogers and K. Wang.

429. “Graph Theoretical Tools to Elucidate and Increase Our Understanding of Complex Re-
lationships in Health Disparities Data,” State of Environmental Justice in America Annual
Conference, Washington, DC, April, 2012. Invited.

430. “Environmental Health: An Introduction to Computational Analysis,” Dr. M. Alfred Haynes
Research Training Institute for Social Equity, Nashville, Tennessee, May, 2012. Invited.

431. “A Prehistory of Fixed-Parameter Tractability,” International Workshop on Data Reduction
and Problem Kernels, Schloss Dagstuhl, Germany, June, 2012. Invited.

432. “Uncovering Latent Relationships in High Dimensional Data with High Performance Pa-
rameterized Algorithms: A Smorgasbord of Applications,” International Workshop on Ap-
plications of Parameterized Algorithms and Complexity, Warwick, United Kingdom, July,
2012. Invited.

433. “Methylation Biomarkers: Algorithms and Applications,” Biomarker Discovery Conference,
Shoal Bay, Australia, December, 2012. Invited.

434. “The Public Health Exposome Project,” Summit on the Science of Eliminating Health Dis-
parities, National Harbor, Maryland, December, 2012, with M. Al-Hamdan, D. Hood, W.
Im, P. Juarez, R. Levine, M. Lichtveld, P. Matthews-Juarez, P. Robinson and S. Wilson.

435. “Healthcare Systems, Socio-demographics and Regular Screening Mammography among
Black Medicare Beneficiaries in Southern US Counties,” Summit on the Science of Elimi-
nating Health Disparities, National Harbor, Maryland, December, 2012, with P. Juarez, B.
J. Kilbourne, K. A. Kilbourne, R. S. Levine, G. L. Rogers and H. B. Zoorob.

436. “Computing Exact Solutions with Parameterized Algorithms: High Performance Imple-
mentations and Amenable Applications,” Coast Combinatorics Conference, Kailua-Kona,
Hawaii, February, 2013. Invited.

437. “Graph Width Metrics, Well-Quasi Ordered Sets and Fixed Parameter Tractability: History,
Applications and Scalable Implementations,” SIAM Conference on Computational Science
and Engineering, Boston, Massachusetts, February, 2013. Invited.

438. “Genetics of Hippocampal Gene Expression in Diversity Outbred Mice,” Complex Trait
Community Annual Meeting, Madison, Wisconsin, May, 2013, with E. J. Chesler, G. A.
Churchill, D. M. Gatti, J. A. Graber, M. A. Hibbs, S. C. Munger, C. A. Phillips, N. Raghu-
pathy and R. F. Robledo.

439. “Effect of Genetic Diversity of Collaborative Cross Mice on Intestinal Microbial Communi-
ties and their Association with Disease Related Traits in Mice,” Complex Trait Community
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Annual Meeting, Madison, Wisconsin, May, 2013, with J. A. Bubier, J. Campbell, C. M. Fos-
ter, T. Vishnivetskaya, S. Duvvuru, V. M. Philip, C. A. Phillips, C. T. Culiat, A. V. Palumbo,
M. Podar and E. J. Chesler.

440. “GeneWeaver: Building Context-Driven Similarity on Empirically-Defined Functional Ge-
nomics Relationships,” International Conference on Intelligent Systems for Molecular Bi-
ology, Berlin, Germany, July, 2013, with E. J. Baker, J. A. Bubier, E. J. Chesler and J. J.
Jay.

441. “Biomedical Informatics for Health Disparities Research: Uncovering Latent Relationships
in High Dimensional Heterogeneous Data,” Biomedical Informatics Distinguished Lecturer
Series, Memphis, Tennessee, December, 2013. Invited.

442. “Conceptual Comparison through Integrative Functional Genomics in GeneWeaver.org,”
Rocky Mountain Bioinformatics Conference, Aspen, Colorado, December, 2013, with E.
J. Baker, E. J. Chesler and C. A. Phillips.

443. “Adipose Tissue DNA Methylation Markers Associated with Weight-Loss and Tissue Speci-
ficity,” Keystone Symposium on Epigenetic Programming and Inheritance, Boston, Mas-
sachusetts, April, 2014, with M. Benton, R. D. Hagan, A. Johnstone, D. Macartney-Coxson
and R. Stubbs.

444. “A Tale of Two [Adipose] Tissues: DNA Methylation Markers Associated with Weight-
Loss and Tissue Specificity,” Genemappers, Barossa Valley, Australia, May, 2014, with M.
Benton, R. D. Hagan, A. Johnstone, D. Macartney-Coxson and R. Stubbs.

445. “Application and Validation of Cross Species Integration of Functional Genomics Studies in
GeneWeaver,” Scientific Meeting of the Research Society on Alcoholism, Bellevue, Washing-
ton, June, 2014, with E. J. Baker , J. A. Bubier, E. J. Chesler, and C. A. Phillips.

446. “Cross-Species Integrative Functional Genomics using Geneweaver Reveals a Role for
Pafah1b1 in Alcohol Response and Preference,” Scientific Meeting of the Research Soci-
ety on Alcoholism, Bellevue, Washington, June, 2014, with E. J. Baker , J. A. Bubier, E. J.
Chesler, J. J. Jay and T. Wilcox.

447. “Combinatorial Network Analysis Reveals Novel Race Specific Molecular Activation in
the Setting of Community-Acquired Pneumonia,” Annual Conference on Shock, Charlotte,
North Carolina, June, 2014, with G. Clermont, O. M. Palmer and G. L. Rogers.

448. “A Data-Driven Approach to Mechanisms of Premature Birth in US Urban Counties,” Soci-
ety for Epidemiologic Research Annual Meeting, Seattle, Washington, June, 2014, with M.
Alhamdan, S. H. Baktash, P. Juarez, A. Kershenbaum, B. Kilbourne, R. L. Levine and G. L.
Rogers.

449. “Mammography Screening Rates and Breast Cancer Mortality using SEER-Medicare Data,”
American Public Health Association Annual Meeting, New Orleans, Louisiana, November,
2014, with M. Sanderson, R. S. Levine, M. Fadden, B. J. Kilbourne, G. L. Rogers, M. Pisu
and R. Zoorob.
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450. “Screening Mammography Use among Medicare Beneficiaries Ages 65 to 74 Years in 2005
to 2008,” American Public Health Association Annual Meeting, New Orleans, Louisiana,
November, 2014, with R. S. Levine, B. J. Kilbourne, M. Pisu, M. Sanderson, V. Cain, M.
Fadden, G. L. Rogers, B. Husaini and R. Zoorob.

451. “Racial Disparities in US Infant Mortality: Two Promising Perspectives on Hypothesis Gen-
eration,” American Public Health Association Annual Meeting, New Orleans, Louisiana,
November, 2014, with B. J. Kilbourne, G. L. Rogers, S. H. Baktash, A. Keshenbaum, B.
Husaini, G. Ladson and R. S. Levine.

452. “Heart Disease Mortality, Fine Particulate Matter Air Pollution, and Heat in US Counties,”
American Public Health Association Annual Meeting, New Orleans, Louisiana, November,
2014, with W. Crosson, M. Al-Hamdan, B. J. Kilbourne, G. L. Rogers, A. Keshenbaum, K.
Kilbourne, P. D. Juarez, S. H. Baktash and R. S. Levine.

453. “Pathways to Low Mortality among Young and Middle-Aged Black and African Ameri-
can Men,” American Public Health Association Annual Meeting, New Orleans, Louisiana,
November, 2014, with R. S. Levine, B. J. Kilbourne, G. L. Rogers, J. Ekundayo, B. Husaini,
A. Keshenbaum, S. H. Baktash and R. Zoorob.

454. “An Automated Resource for Enhanced Differential Analysis,” UT-ORNL-KBRIN Bioinfor-
matics Summit, Paris Landing, Tennessee, March, 2015, with K. Wang, C. A. Phillips and
A. M. Saxton.

455. “Multipartite Analysis of Cross-Species Genomics Data,” ACM International Workshop on
Big Data in Life Sciences, Atlanta, Georgia, September, 2015, with C. A. Phillips, K. Wang,
J. Bubier, E. J. Baker and E. J. Chesler. Invited.

456. “The Effect of Social Support on Prematurity,” Prematurity Prevention Conference: Qual-
ity Improvement, Evidence and Practice, Crystal City, Virginia, November, 2015, with L.
Moses-Simmons, T. Franklin, P. Matthews-Juarez, P.D. Juarez, A. M. Saxton, G. L. Rogers
and G. Mari.

457. “GeneWeaver: Finding Relations among Genes, Phenotypes and Diseases from Heteroge-
neous Functional Genomics Data,” Pacific Symposium on Biocomputing, Big Island, Hawaii,
January, 2016, with E. J. Baker and E. J. Chesler.

458. “Data-Driven Refinement of Complex Disease Classifications from Integration of Hetero-
geneous Functional Genomics Data In GeneWeaver,” Human Genome Meeting, Houston,
Texas, February, 2016, with E. J. Chesler, T. Reynolds, J. A. Bubier, C. A. Phillips and E. J.
Baker.

459. “Computational Tools for the Analysis of DNA Methylation Data,” AMS Session on Bioin-
formatics and Molecular Biology: Dynamic Models, Structural Analysis and Computational
Methods, Athens, Georgia, March, 2016, with R. D. Hagan.
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460. “Enrichment vs Robustness: A Comparison of Transcriptomic Data Clustering Metrics,” UT-
KBRIN Bioinformatics Summit, Cadiz, Kentucky, April, 2016, with Y. Lu and C. A. Phillips.

461. “Methylation Biomarker Discovery in Age-Related Diseases,” Keystone Symposium on Epi-
genetic and Metabolic Regulation of Aging and Aging-Related Diseases, Santa Fe, New
Mexico, May, 2016, with R. D. Hagan.

462. “Integrating the Epigenome with Functional Genomic Studies of Alcoholism and Addic-
tion,” Scientific Meeting of the Research Society on Alcoholism, New Orleans, Louisiana,
June, 2016, with E. J. Baker, J. A. Bubier, E. J. Chesler and T. Reynolds.

463. “Integration of Heterogeneous Cross-Species Functional Genomics Data in GeneWeaver.org,”
The Allied Genetics Conference, Orlando, Florida, July, 2016, with J. A. Bubier, G. Sutphin,
E. J. Baker and E. J. Chesler.

464. “GeneWeaver.org: A System for Cross-Species Heterogeneous Functional Genomic Data In-
tegration,” International Conference on Intelligent Systems for Molecular Biology, Orlando,
Florida, July, 2016, with T. R. Reynolds, C. A. Phillips, E. J. Baker and E. J. Chesler.

465. “A Multifactorial Obesity Model Developed from Nationwide Public Health Exposome Data
and Modern Computational Analyses,” American Public Health Association Annual Meet-
ing, Denver, Colorado, October, 2016, with L.S. Gittner, B. J. Kilbourne, R. Vadapalli and
H. M. R. Khan.

466. “Health Disparities Research: The Role of Big Data and Scalable Methods in Latent Rela-
tionship Discovery,” Xavier University Health Disparities Conference, New Orleans, Louisiana,
March, 2017. Invited.

467. “Heterogeneous Functional Genomics Data Integration for Addiction Biology,” NIDA Ge-
netic Consortium Meeting, Rockville, MD, January, 2018, with E. J. Chesler, J. A. Bubier,
D. Skelly, M. Bogue and E. J. Baker.

468. “Using the Exposome and a Graph Theoretical Toolchain to Analyze Disparities,” Annual
Meeting of the Society of Toxicology, San Antonio, Texas, March, 2018, with P. D. Juarez,
D. B. Hood, G. L. Rogers, S. H. Baktash, A. M. Saxton, P. Matthews-Juarez, W. Im, M. P.
Cifuentes, C. A. Phillips and M. Y. Lichtveld.

469. “Unraveling Health Disparities with Graph Theoretical Algorithms and the Public Health
Exposome,” 21st Century Cures: Southeast Conference, Knoxville, Tennessee, March, 2018,
with C. L. Jackson and C. A. Phillips.

470. “Post-Neonatal Infant Mortality and Firearm-Related Homicide: Correlated Indicators of
Population Health,” Society of Teachers of Family Medicine Annual Conference, Washing-
ton, DC, May, 2018, with M. C. Mejia de Grubb, R. S. Levine, J. L. Salemi, S. K. Wood, J.
Brown, L. S. Gittner, B. Husaini, G. S. Rust and C. H. Hennekens.
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471. “Finding Convergent Behavioral Features of Alcohol Use Disorder Through Functional Ge-
nomic Comparison Across Species,” Scientific Meeting of the Research Society on Alco-
holism, San Diego, California, June, 2018, with E. J. Chesler, T. Reynolds, J. A. Bubier, C.
A. Phillips and E. J. Baker.

472. “Data-Driven Discovery of Convergent Model Organism Complex Traits and Characteristics
of Human Behavior,” The American Society of Human Genetics Annual Meeting, San Diego,
California, October, 2018, with T. Reynolds, J. A. Bubier, C. A. Phillips, E. J. Baker and E.
J. Chesler.

473. “Minimum Dominating Set: Empirical Comparisons of Graph Theoretical Algorithms vs
Mathematical Programming Formulations,” INFORMS Computing Society Conference, Knoxville,
Tennessee, January, 2019, with S. Grady, A. Wyer, H. Shams, F. N. Abu-Khzam and C. A.
Phillips.

474. “Metabolic Models for Escherichia coli Phylotypes,” 21st Century Cures: Southeast Con-
ference, Knoxville, Tennessee, March, 2019, with C. Bleker, K. Abram, Z. Udaondo, V.
Wanchai and D. W. Ussery.

475. “An Integrated Metagenomics/Metaproteomics Approach to Gut Microbiome Metabolic Net-
works for Preterm Infants with and without Necrotizing Enterocolitis,” 21st Century Cures:
Southeast Conference, Knoxville, Tennessee, March, 2019, with S. Grady, C. Bleker, J. A.
Blakeley-Ruiz and R. L. Hettich.

476. “The Structural and Social Determinants of Differences in Non-adherence to Antihyperten-
sive Medications between Blacks and Whites,” American Heart Association Scientific Meet-
ing, Philadelphia, Pennsylvania, November, 2019, with M. M. Donneyong, T-J Chang, S.
Sealy-Jefferson, J. Jackson, J. Ricks, P. D. Juarez, P. Salsberry, R. O. Valdez, B. Lu, W. Im,
D. B. Hood and M. Fischer.

477. “Big Data Analytics for Disparate Health Sciences Data,” Society of Toxicology Annual
Meeting, Anaheim, California, March, 2020. Invited.

478. “BD2K Analytics Reveal the Zika Virus Epidemic as only One of Multiple Factors Con-
tributing to a Year-Over-Year 28-Fold Increase in Microcephaly Incidence,” Society of Tox-
icology Annual Meeting, Anaheim, California, March, 2020, with M. P. Cifuentes, C. M.
Suarez, R. Cifuentes, N. Doogan, N. Malod-Dognin, S. Windels, J. F. Valderrama, P. D.
Juarez, R. B. Valdez, C. Colen, C. A. Phillips, A. Ramesh, P. Matthews-Juarez, M. Y.
Lichtveld, C. Mouton, N. Przulj and D. B. Hood. Invited.

479. “Combinatorial Methods for Heath Disparities Analysis,” American Public Health Associa-
tion Annual Meeting, San Francisco, California, October, 2020. Invited.

480. “Challenges in the Analysis of Heterogeneous Health Sciences Data,” First Online Confer-
ence on Algorithms, held online, October, 2021. Invited.
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481. “Algorithms, Implementations, and Applications in Network Domination,” IEEE Workshop
on Combinatorial Enumeration, Cybersecurity, and Applications, Prescott, Arizona, August,
2022. Invited.

482. “Overcoming Data Science Challenges in Health Disparities Research,” Xavier University
Health Disparities Conference, New Orleans, Louisiana, February, 2023, with S. K. Grady,
L. Dojcsak, E. W. Harville, M. E. Wallace, D. Vilda, M. M. Donneyong, D. B. Hood, R. B.
Valdez, A. Ramesh, W. Im, P. Matthews-Juarez and P. D. Juarez.

483. “Early-Stage Characteristics and Potential Predictors of Chronic Kidney Disease among US
Veterans,” American Society of Nephrology Annual Kidney Week Meeting, Philadelphia,
Pennsylvania, November 2023, with L. Dojcsak, C. Chen, S. K. Grady, Y. Mallisetty, H.
Niu, P. Shrestha, K. Sumida, F. Thomas, and C. P. Kovesdy.

484. “Circulating Mycobiota and Mortality Among Patients Undergoing Hemodialysis,” Ameri-
can Society of Nephrology Annual Kidney Week Meeting, San Diego, California, October,
2024, with C-Y Chiu, Z. Han, C. Chen, A. Bajwa, J. Seegmiller. A. B. Karger , S. Datta, C.
P. Kovesdy.

485. “Potential Gut-Derived Circulating Mycobiota Signatures Among Patients Undergoing Hemodial-
ysis,” American Society of Nephrology Annual Kidney Week Meeting, Houston, Texas, Novem-
ber, 2025, with Y. Mallisetty, Z. Han, H. Janjua, C-Y Chiu, C. Chen, M. Sumida, A. Bajwa,
C. P. Kovesdy, J. F. Pierre and K. Sumida.

Recent Software Releases

486. CAMDA-Tools, a suite of programs that implement novel combinatorial and graph algo-
rithms for carcinoma detection, prediction and screening

487. ClustalXP, a high-performance parallel version of the popular ClustalW package used for
multiple sequence alignment on DNA and protein data

488. GeneWeaver, a curated repository of genomic experimental results with an accompanying
tool set for dynamic integration

489. GrAPPA, a web portal designed to simplify the process of high throughput biological data
analysis and to provide the lay user with access to highly parallel computational resources

490. Maximal Biclique Enumeration, a set of efficient, scalable and highly innovative improve-
ments over previous efforts to enumerate maximal bicliques in bipartite graphs

491. EntropyExplorer, an R package to augment differential expression with differential Shannon
entropy and differential coefficient of variation
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